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Computational Biology and High Performance Computing

Dr. Manfred Zorn
Center for Bioinformatics and Computational Genomics
E. O. Lawrence Berkeley National Laboratory

The pace of extraordinary advances in molecular biology has
accelerated in the past decade due in large part to discoveries coming
from genome projects on human and model organisms. The advances
in the genome project so far, happening well ahead of schedule and
under budget, have exceeded any dreams by its protagonists, let alone
formal expectations. Biologists expect the next phase of the genome
project to be even more startling in terms of dramatic breakthroughs in
our understanding of human biology, the biology of health and of
disease. Only today can biologists begin to envision the necessary
experimental, computational and theoretical steps necessary to exploit
genome sequence information for its medical impact, its contribution to
biotechnology and economic competitiveness, and its ultimate
contribution to environmental quality. High performance computing has
become one of the critical enabling technologies, which will help to
translate this vision of future advances in biology into reality. Biologists
are increasingly becoming aware of the potential of high performance
computing. This tutorial will introduce the exciting new developments
In computational biology and genomics to the high performance
computing community.

Mittwoch, den 15. November 2000, 09.00 bis 17.30 Uhr
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